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AE0O0658.1, 250529 bases (UWMSC) 
[cosmid] clone XXc6s-Misc_l, 14qll.2 
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[cosmid] clone XXcos-Misc_2, 14qll.2 
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[cosmid] clone XXcos-Misc_3, 14qll.2 
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-AF107256.1, 46343 bases (1MB) 
[BAC] clone BACC3, 7q36 
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